Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.007 Å; R factor = 0.060; wR factor = 0.219; data-to-parameter ratio = 12.4.
The 21 non-H atoms of the title compound, C 15 H 10 Cl 2 N 4 , are almost planar (r.m.s. deviation = 0.032 Å ); the conformation about the N C bond [1.277 (6) Å ] is E. In the crystal, zigzag supramolecular chains along the c axis (glide symmetry) are formed via N-HÁ Á ÁN hydrogen bonds. These associate along the b axis byinteractions between the fused and terminal benzene rings [intercentroid distance = 3.602 (3) Å ] so that layers form in the bc plane.
Related literature
For the use of quinoxaline compounds as dyestuffs and biological agents, see: Mielcke et al. (2012) ; Mamedov & Zhukova (2012) ; Rodrigues et al. (2014) . For a related hydrazone structure, see: de Souza et al. (2013) .
Experimental
Crystal data C 15 H 10 Cl 2 N 4 M r = 317.17 Monoclinic, P2 1 =c a = 16.0284 (11) Å b = 6.9756 (4) Å c = 12.4127 (9) Å = 96.043 (7) V = 1380.12 (16) Å 3 Z = 4 Mo K radiation = 0.47 mm À1 T = 120 K 0.20 Â 0.13 Â 0.03 mm Data collection Rigaku Table 1 Hydrogen-bond geometry (Å , ). (5) 3.013 (5) 171 (4) Symmetry code: (i) x; Ày þ 3 2 ; z þ 1 2 .
Data collection: CrystalClear-SM Expert (Rigaku, 2012) ; cell refinement: CrystalClear-SM Expert; data reduction: CrystalClear-SM Expert; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
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Introduction

Experimental
Synthesis and crystallization
A solution of 2-hydrazinylquinozaline (1 mmol) and 3,4-dichlorobenzaldehyde (1.05 mmol) in EtOH (10 ml 
Refinement
Intensity data was collected at the National Crystallographic Service, England (Coles & Gale, 2012). The C-bound H atoms were geometrically placed (C-H = 0.95 Å) and refined as riding with U iso (H) = 1.2U eq (C). The N-bound H atom was located from a difference map and refined with U iso (H) = 1.2U eq (N).
Results and discussion
Quinoxaline compounds have found uses, mainly as biologically active compounds, but also as dyestuffs (Mielcke et al., 2012; Mamedov & Zhukova, 2012) . The biological activities of quinoxaline compounds include anti-bacterial, antitubercular, anti-microbial, anti-fungal, anti-malarial, anti-inflammatory, anti-leishmanial, anti-tumour, herbicidal and insecticidal (Mielcke et al., 2012; Mamedov & Zhukova, 2012) . In a recent study, an evaluation of the anti-cancer activities of a series of (E)-2-(2-benzylidene)hydrazinyl)quinoxaline derivatives was reported (Rodrigues et al., 2014) . As part of our continuing studies on the structures of biologically active hydrazones (de Souza et al., 2013) , we now report the crystal structure of the title compound, (E)-2-(2-(3,4-dichlorobenzylidene)hydrazinyl)-quinoxaline, (I).
In (I), Fig. 1 , the 21 non-hydorgen atoms comprising the molecule are co-planar with the r.m.s. deviation = 0.032 Å; the maximum deviations from the least-squares plane are 0.066 (5) Å for atom C5 and -0.057 (1) Å for atom Cl2. The conformation about the N1═C7 bond [1.277 (6) Å] is E.
In the crystal packing, zigzag supramoelcular chains (glide symmetry) are formed via N-H···N hydrogen bonds, Fig. 2 and Table 1 . These chains along the c direction are consolidated into supramolecular layers in the bc plane by π-π interactions between the (C1-C6) and (C9-C14) i rings [inter-centroid distance = 3.602 (3) A view in projection down the b axis of the unit-cell contents for (I). The N-H···H and π-π interactions are shown as orange and purple dashed lines, respectively. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-[(E)-2-(3,4-Dichlorobenzylidene)hydrazin-1-yl]quinoxaline
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) Hydrogen-bond geometry (Å, º) D-H···A D -H H···A D ···A D -H···A N2-H2N···N4 i 0.92 (5) 2.10 (5) 3.013 (5) 171 (4) Symmetry code: (i) x, −y+3/2, z+1/2.
